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Phmamm.CG.MTP2014.S1364.g14611.01.p

Oidioi.CG.OSKA2016.S13.g10920.01.p

Stpurp_XP_001177706.3_homeobox_protein_HMX1_[Strongylocentrotus_purpuratus]

Xetrop_NP_988861.1_homeobox_protein_vent1_[Xenopus_tropicalis]

Stpurp_XP_030854037.1_barH-like_1_homeobox_protein_[Strongylocentrotus_purpuratus]

Harore.CG.MTP2014.S151.g05226.01.p

Sakowa_NP_001161491.1_vent_2_transcription_factor_[Saccoglossus_kowalevskii]

Brbelc_XP_019642725.1_PREDICTED_homeobox_protein_BarH-like_1_[Branchiostoma_belcheri]

Ciinte_XP_026694698.1_homeobox_protein_BarH-like_1b_isoform_X1_[Ciona_intestinalis]

Stpurp_XP_785514.3_barH-like_2_homeobox_protein_[Strongylocentrotus_purpuratus]

Dareri_NP_991303.1_barH-like_2_homeobox_protein_[Danio_rerio]

Phmamm.gi|1834482983|emb|CAB3225071.1|MTP2014.S486.g09312.01|_Nkx-C_transcription_factor_protein_[Phallusia_mammillata]

Sakowa_NP_001158500.1_ladybird_homeobox_1_[Saccoglossus_kowalevskii]

Xetrop_NP_001072559.1_transcription_factor_LBX1_[Xenopus_tropicalis]

Stpurp_XP_030834365.1_homeobox_protein_DLX-5_[Strongylocentrotus_purpuratus]

Sccani_XP_038668676.1_homeobox_protein_BarH-like_1_[Scyliorhinus_canicula]

Sakowa_XP_006811402.1_PREDICTED_homeobox_protein_Hox-B3-like_[Saccoglossus_kowalevskii]

Sakowa_XP_006817540.1_PREDICTED_barH-like_2_homeobox_protein-like_[Saccoglossus_kowalevskii]

Dareri_NP_001018142.1_barH-like_1_homeobox_protein_[Danio_rerio]

Sccani_XP_038678267.1_transcription_factor_LBX1-like_isoform_X1_[Scyliorhinus_canicula]

Sccani_XP_038646062.1_motor_neuron_and_pancreas_homeobox_2b_[Scyliorhinus_canicula]

Dareri_NP_001020703.1_transcription_factor_LBX1_[Danio_rerio]

Hosapi_NP_064447.1_barH-like_2_homeobox_protein_[Homo_sapiens]

Brlanc.BarH_BLAG08000939

Hosapi_NP_064448.1_barH-like_1_homeobox_protein_[Homo_sapiens]

Brbelc_XP_019615135.1_PREDICTED_transcription_factor_LBX1-like_[Branchiostoma_belcheri]

Harore.CG.MTP2014.S473.g01188.01.p

Pemari_XP_032803379.1_barH-like_1_homeobox_protein_[Petromyzon_marinus]

Sakowa_NP_001158386.1_BarH-like_homeobox_[Saccoglossus_kowalevskii]

Xetrop_XP_004914882.1_homeobox_protein_BarH-like_1_isoform_X1_[Xenopus_tropicalis]

Stpurp_XP_782803.3_motor_neuron_and_pancreas_homeobox_protein_1_[Strongylocentrotus_purpuratus]

Harore.CG.MTP2014.S133.g09542.01.p

Pemari_XP_032800257.1_motor_neuron_and_pancreas_homeobox_protein_1_[Petromyzon_marinus]

Brbelc_XP_019636784.1_PREDICTED_homeobox_protein_vab-15-like_[Branchiostoma_belcheri]

Brbelc_XP_019639715.1_PREDICTED_motor_neuron_and_pancreas_homeobox_protein_1-like_[Branchiostoma_belcheri]

Hosapi_NP_067545.3_homeobox_protein_BarH-like_1_[Homo_sapiens]

Moocci.CG.ELv1_2.S644241.g29322.01.p

Dareri_NP_001007135.1_transcription_factor_LBX2_[Danio_rerio]

Harore.CG.MTP2014.S299.g13910.01.p

Hosapi_NP_003649.2_homeobox_protein_BarH-like_2_[Homo_sapiens]

Harore.CG.MTP2014.S327.g04987.01.p

Brbelc_XP_019643513.1_PREDICTED_barH-like_2_homeobox_protein_[Branchiostoma_belcheri]

Xetrop_XP_031748223.1_transcription_factor_LBX1-like_[Xenopus_tropicalis]

Oidioi.CG.OSKA2016.S5.g07008.01.p

Sakowa_NP_001161490.1_vent_1_transcription_factor_[Saccoglossus_kowalevskii]

Xetrop_NP_988862.1_VENT_homeobox_2_gene_1_[Xenopus_tropicalis]

Sccani_XP_038649728.1_barH-like_2_homeobox_protein_[Scyliorhinus_canicula]

Stpurp_XP_030853071.1_brain-specific_homeobox_protein_homolog_[Strongylocentrotus_purpuratus]

Hosapi_NP_006553.2_transcription_factor_LBX1_[Homo_sapiens]

Sccani_XP_038648934.1_transcription_factor_LBX2_[Scyliorhinus_canicula]

Brlanc_BLAG12000565_1

Brbelc_XP_019646237.1_PREDICTED_homeobox_protein_vent1-like_[Branchiostoma_belcheri]

Phmamm.CG.MTP2014.S36.g01416.01.p

Dareri_NP_001020120.1_homeobox_protein_BarH-like_1_[Danio_rerio]

Ciinte_XP_026692406.1_uncharacterized_protein_LOC778550_[Ciona_intestinalis]

Ciinte_NP_001071776.1_transcription_factor_protein_[Ciona_intestinalis]

Xetrop_XP_004916717.1_barH-like_1_homeobox_protein_isoform_X1_[Xenopus_tropicalis]

Sccani_XP_038635667.1_homeobox_protein_BarH-like_2_isoform_X1_[Scyliorhinus_canicula]

Pemari_XP_032828210.1_homeobox_protein_BarH-like_1_[Petromyzon_marinus]

Brlanc.BarH_BLAG03000908

Moocci.CG.ELv1_2.S465121.g15545.01.p

Brbelc_XP_019615837.1_PREDICTED_barH-like_1_homeobox_protein_[Branchiostoma_belcheri]

Moocci.CG.ELv1_2.S486846.g17602.01.p

Brbelc_XP_019636783.1_PREDICTED_homeobox_protein_ceh-30-like_[Branchiostoma_belcheri]

Sakowa_XP_006822766.1_PREDICTED_homeobox_protein_BarH-like_1b-like_[Saccoglossus_kowalevskii]

Phmamm.CG.MTP2014.S115.g03508.01.p

Pemari_XP_032815835.1_motor_neuron_and_pancreas_homeobox_protein_1-like_[Petromyzon_marinus]

Brlanc.BarH_BLAG12000564

Stpurp_XP_011674490.1_transcription_factor_LBX1_[Strongylocentrotus_purpuratus]

Moocci.CG.ELv1_2.S581361.g23190.01.p

Moocci.CG.ELv1_2.S21225.g00151.01.p

Sakowa_XP_002733707.2_PREDICTED_segmentation_polarity_homeobox_protein_engrailed-like_[Saccoglossus_kowalevskii]

Ciinte_KH.XP_002121155.2_XP_026691108.1

Brbelc_XP_019614464.1_PREDICTED_motor_neuron_and_pancreas_homeobox_protein_1-like_[Branchiostoma_belcheri]

Pemari_XP_032831294.1_homeobox_protein_BarH-like_2_[Petromyzon_marinus]

Oidioi.CG.OSKA2016.S13.g10922.01.p

Xetrop_XP_002934925.2_homeobox_protein_BarH-like_2_[Xenopus_tropicalis]

Oidioi.CG.OSKA2016.S8.g08809.01.p

Ciinte_XP_002120788.1_uncharacterized_protein_LOC778551_[Ciona_intestinalis]

Phmamm.CG.MTP2014.S24.g00992.01.p

Sccani_XP_038638534.1_barH-like_1_homeobox_protein_[Scyliorhinus_canicula]

Oidioi.CG.OSKA2016.S2.g03767.01.p

Xetrop_XP_012817899.1_barH-like_2_homeobox_protein_[Xenopus_tropicalis]

Sakowa_XP_006813759.1_PREDICTED_barH-like_2_homeobox_protein-like_[Saccoglossus_kowalevskii]

Moocci.CG.ELv1_2.S496725.g18700.01.p

Dareri_XP_001342044.1_homeobox_protein_BarH-like_2_[Danio_rerio]

Brlanc_BLAG04000880_1
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